Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.004 Å; disorder in main residue; R factor = 0.066; wR factor = 0.215; data-to-parameter ratio = 10.7.
In the title compound, C 27 H 26 N 2 O 6 , the imidazolidine ring adopts an envelope conformation. The methyl group on the imidazolidine ring is disordered over two positions with occupancies of 0.517 (11) and 0.483 (11), and the 3,4-methylenedioxyphenyl at the 3-position of imidazolidine ring is also disordered over two positions with occupancies of 0.60 (2) and 0.40 (2).
Related literature
For biological activity of imidazolidine derivatives, see: Sasho et al. (1994) . For related compounds, see: Xia et al. (2007) ; Iskenderov et al. (2009) .
Experimental
Crystal data C 27 H 26 N 2 O 6 M r = 474.50 Orthorhombic, Pbcn a = 11.586 (2) Å b = 12.575 (3) Å c = 32.749 (7) Å V = 4771.3 (17) Å 3 Z = 8 Mo K radiation = 0.09 mm À1 T = 298 K 0.50 Â 0.40 Â 0.30 mm
Data collection
Bruker SMART CCD area-detector diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 1996) T min = 0.955, T max = 0.972 19793 measured reflections 4200 independent reflections 2896 reflections with I > 2(I) R int = 0.055 Refinement R[F 2 > 2(F 2 )] = 0.066 wR(F 2 ) = 0.215 S = 1.07 4200 reflections 392 parameters H-atom parameters constrained Á max = 0.40 e Å À3 Á min = À0.43 e Å À3
Data collection: SMART (Siemens, 1996) ; cell refinement: SAINT (Siemens, 1996) ; data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008) ; program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL. Fig. 1 . The molecular structure of (I), showing the disorder components and the atom-labelling scheme. Displacement ellipsoids are drawn at the 30% probability level. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Figures

4-Methyl
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x (19) 0.38949 (7) 0.0516 (6) 
